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Abstract

Software and hardware technology

In September 2016, the first international computational pathology workshop (CPW) took place in
The Hague, The Netherlands. This happened in conjunction with ECCB, the annual international
European Conference on Computational Biology. While Rrsulting multi-gigapixel images can be
viewed on a computer screen via dedicated software, automated analysis of such large-scale
datasets is challenging and their combination with omics data is not trivial. This workshop wanted
to facilitate bridging opportunities between the bioinformatics and tissue image analysis
communities.
Two emerging opportunities were addressed: 1) There are
real problems in (digital) microscopy that deserve their
attention and are at least as (if not more) interesting than
the "hot" NGS and *seq stuff they're working on today and
2) Digital microscopy in its own right offers a new layer of
data that can be added to and mixed with their current levels
of *omics-datasets, and help them gain new insights into
projects that they're already working on.
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Discussion & conclusion
Digital pathology can benefit from the input from other fields of science. Just like the hardware is heavily dependent of
physics and optics, we believe the software aspect of diigital pathology stands to benefit from the field of bioinformatics.
Computational pathology takes place at the interface of digital pathology and bioinformatics. The interaction between both
fields, offers for new algorithms and applications that can benefit reseachers, doctors, students, and patients alike. Most
recently, the application of deep learning to digital pathology imaging data seems to have resulted in another leap forward
in terms of algorithmic speed and accuracy.
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